Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.049; wR factor = 0.123; data-to-parameter ratio = 15.4.
In the title compound, C 16 H 16 N 2 O 3 , the two benzene rings are inclined to one another by 75.4 (2) , and the molecule adopts an E configuration about the C N bond. In the crystal structure, symmetry-related molecules are linked via intermolecular N-HÁ Á ÁO hydrogen bonds, forming chains running parallel to the c axis. Table 1 Hydrogen-bond geometry (Å , ).
Related literature
N2-H2Á Á ÁO2 i 0.898 (9) 1.985 (11) 2.859 (2) 164 (2) Symmetry code: (i) x; Ày þ 1 2 ; z À 1 2 .
Data collection: SMART (Bruker, 2002); cell refinement: SAINT (Bruker, 2002); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97.
compound synthesized from the reaction of equimolar quantities of 2-methoxybenzaldehyde with 4-methoxybenzohydrazide in methanol.
The molecule structure of the title compound is illustrated in Fig. 1 . The molecule adopts an E configuration about the C═N bond. The dihedral angle involving the two benzene rings is 75.4 (2)°. All the bond lengths are within normal values (Allen et al., 1987) and are comparable with those observed in the similar compounds (Mohd Lair et al., 2009a,b) .
In the crystal structure of the compound, symmetry related molecules are linked through intermolecular N-H···O and N-H···N hydrogen bonds, forming chains running along the c axis (Table 1 and 
Refinement
Atom H2 attached to N2 was located from a difference Fourier map and freely refined with U iso (H) restrained to 0.08 Å 2 . The C-bound H-atoms were included in calculated positions and refined as riding atoms: d(C-H) = 0.93-0.96 Å, with U iso (H) = 1.2U eq (C), or 1.5U eq (C methyl ). Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probabilty level. Fig. 2 . A view along the b axis of the crystal packing of the title compound, with hydrogen bonds shown as dashed lines (see Table 1 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.11626 (13) 0.25479 (11) 0.8800 (2) 0.0459 (5) 
